Real-time sequencing to decipher the molecular mechanism of resistance of a clinical pan-drug-resistant Acinetobacter baumannii isolate from Marseille, France. by J.M. Rolain et al.
Real-time sequencing to decipher the molecular mechanism
of resistance of a clinical pan-drug-resistant Acinetobacter
baumannii isolate from Marseille, France.
Submitted by a.bergoend on Wed, 05/06/2015 - 14:08
Titre
Real-time sequencing to decipher the molecular mechanism of resistance of a
clinical pan-drug-resistant Acinetobacter baumannii isolate from Marseille,
France.
Type de
publication Article de revue
Auteur Rolain, Jean-Marc [1], Diene, Seydina M. [2], Kempf, Marie [3], Gimenez, Gregory[4], Robert, Catherine [5], Raoult, Didier [6]
Pays Etats-Unis
Editeur American Society for Microbiology








revue Antimicrobial Agents and Chemotherapy
ISSN 0066-4804
Mots-clés
Acinetobacter baumannii [7], Acinetobacter Infections [8], Anti-Bacterial Agents
[9], Bacterial Proteins [10], Bacterial Typing Techniques [11], Chromosomes,
Bacterial [12], Colistin [13], Drug Resistance, Multiple, Bacterial [14], France [15],
High-Throughput Nucleotide Sequencing [16], Humans [17], Rifampin [18],
Sequence Analysis, DNA [19], Transcription Factors [20]
Résumé en
anglais
We compare the whole-genome sequences of two multidrug-resistant clinical
Acinetobacter baumannii isolates recovered in the same patient before
(ABIsac_ColiS susceptible to colistin and rifampin only) and after (ABIsac_ColiR
resistant to colistin and rifampin) treatment with colistin and rifampin. We
decipher all the molecular mechanisms of antibiotic resistance, and we found
mutations in the rpoB gene and in the PmrAB two-component system explaining
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